. Samples of Calligrapha used for epidemiologic analysis of Wolbachia, with information on locality, including georeferences, sample size, mtDNA cox1 haplotypes (and IBE-JGZ voucher code), and identified MLST of Wolbachia and their frequency. Table S2 . Wolbachia MLST alleles characterized in the sample of Calligrapha. The alleles newly described in this study, arbitrarily assigned letters a-e to distinguish them, are signaled with an asterisk, and those already reported in the literature are identified with their corresponding number. For each allele, the closest known reference allele is given as well as the number and specific mutations separating them. (1) 
